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Iced

Recent technological advances allow the measurement, in a single Hi-C
experiment, of the frequencies of physical contacts among pairs of genomic
loci at a genome-wide scale.

Iced implements a fast and memory efficient of the ICE normalization
strategy.
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Contacts

If you have any questions or suggestions, please email nelle dot varoquaux at
ensmp dot fr, or open a ticket on Github [https://github.com/hiclib/pastis/issues]
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Datasets


The datasets submodule contains utilities to download and load datasets
in numpy format.
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Filtering


The filter submodule contains utilities for filtering the contact count
matrix prior to normalizing.
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Reference


This is the class and reference of iced.



iced.normalization: Normalization



Functions








		normalization.ICE_normalization
		



		normalization.SCN_normalization
		












iced.filter: Filter



Functions








		filter.filter_low_counts
		



		filter.filter_high_counts
		












iced.datasets: Datasets



Functions








		datasets.load_sample_yeast
		












iced.utils: Utils



Functions








		utils.get_intra_mask
		



		utils.get_inter_mask
		



		utils.extract_sub_contact_map
		



		utils.downsample_resolution
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Normalization


The normalization submodule contains normalization methods based on
a matrix scaling approach.






          

      

      

    


    
        © Copyright 2015, Nelle Varoquaux.
      Created using Sphinx 1.3.5.
    

  

_static/plus.png





modules/utils.html


    
      Navigation


      
        		
          index


        		Iced 0.2.3+git documentation »

 
      


    


    
      
          
            
  
Utilities


The utils submodule contains utilities function.
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Iced tutorial



Note


Doctest Mode



The code-examples in the above tutorials are written in a
python-console format. If you wish to easily execute these examples
in IPython, use:



%doctest_mode



in the IPython-console. You can then simply copy and paste the examples
directly into IPython without having to worry about removing the >>>
manually.
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An introduction to contact counts normalization with iced
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    Please activate JavaScript to enable the search
    functionality.
  


  

  
    From here you can search these documents. Enter your search
    words into the box below and click "search". Note that the search
    function will automatically search for all of the words. Pages
    containing fewer words won't appear in the result list.
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Documentation




		Reference
		iced.normalization: Normalization


		iced.filter: Filter


		iced.datasets: Datasets


		iced.utils: Utils
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Installation


This package uses distutils, which is the default way of installing
python modules.


The dependencies are:



		python (>= 2.6)


		setuptools


		numpy (>= 1.3)


		scipy (>= 0.7)


		argparse if python <2.7





In addition, pandas is recommanded for fast data loading.


All of these dependencies can be installed at once using Anaconda [http://docs.continuum.io/anaconda/install.html]


To install in your home directory, use:


python setup.py install --user






or using pip:


pip install --user iced
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